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Who has ever looked at the 
NBCEC validation website?   
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1. Yes 

2. No  
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An increasingly relevant question in evaluating 
commercial DNA tests is "What proportion of 

the additive genetic variation in the target 
trait is accounted for by the test?"  
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How useful are validation 
results to producers?  

 It is not clear how reporting findings that 
a test explains a proportion ranging from 
0 to 0.15 of the additive genetic variation 
associated with the target trait, has a 
regression coefficient of 0.26 (±0.3),  and 
a p value of 0.001 provides information 
that helps in the decision-making process.  
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Publishing traditional EPDs and marker 
information separately, as is currently the 

case, is confusing and can lead to incorrect 
selection decisions when marker scores 
predict only a small proportion of the 

genetic variance.   
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• single 

marker/  
single trait 

• reported 
genotypes 

• single 
marker 
accounted 
for very 
small 
amount of 
genetic 
variation 

• limited 
adoption 

• technology 
oversold 

• multimarker tests 

for a few traits 
reported in a 
variety of formats  

• no tie between 
DNA test results 
and national 
genetic evaluation 

• tests accounted 
for small 
proportion of 
additive genetic 
variation  

• limited validation 

• technology not in 
a form producers 
could use 

• panels with 

hundreds of markers 
for many traits 

• results reported in 
units of the trait 

• incorporation of 
DNA information into 
national genetic 
evaluation 

• DNA-based 
evaluations improve 
accuracy of EPDs  

• large numbers of 
genotyped 
populations are 
available for 
validation  

• universal marker 
panel used by 
worldwide beef 
cattle community 

• mandatory, 
seamless 
submission of 
genotype data to  
national genetic 
evaluation/breed 
associations 

• cost is low and 
industry uses DNA 
information for 
herd management 
feedyard sorting, 
and breeding.  
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